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POLYMORPHISM BY GENES OF SOMATOTROPINE, GROWTH HORMONE 
RECEPTOR AND INSULIN-LIKE GROWTH-1 FACTOR IN ANGUS BREED CATTLE 
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The aim of this work was to study the gene polymorphism of somatotropin (bGH), growth hormone 

receptor (bGHR), insulin-like growth factor-1 (bIGF-1) in Angus cattle. Studies have shown that the bGH-
AluIL allele in the growth hormone gene, the bGHR-SspIF allele in the growth hormone receptor gene, and 
the bIGF-1-SnaBIA allele in the insulin-like growth factor-1 gene prevailed in Angus cattle. The genotype 
frequencies of the somatotropin polymorphic genes (bGH), growth hormone receptor (bGHR), insulin-like 
growth factor-1 (bIGF-1) genotypes were determined, and the correspondence of the frequency distribution 
of genotypes to the theoretically expected according to Hardy-Weinberg law was assessed. In bovine 
animals of the Angus breed, the bGH-AluILV gene for growth hormone, the bGHR-SspIFF gene for the growth 
hormone receptor gene, and the bIGF-1-SnaBIAB genotype for the insulin-like growth factor-1 gene 
predominated. According to bIGF-1-SnaBI polymorphism, the distribution of genotypes in the population 
does not significantly deviate from the theoretically expected according to the Hardy  Weinberg law. In 
particular, there is an excess of the number of bIGF-1-SnaBIAA homozygotes observed in the population 
(28.9% observed versus 27.75% theoretically expected according to Hardy-Weinberg law). This observation 
suggests the association of the bIGF-1-SnaBIAA genotype with some selection advantages in animal carriers. 

Key words: polymorphism, meat productivity, Angus breed, selection, somatotropin cascade genes. 
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